Culturomics has allowed to culture 247 new bacterial species, greatly increasing our understanding of the human gut repertoire thanks to high-throughput culture conditions with a rapid identification method of grown colonies using matrix-assisted desorption ionization-time of flight mass spectrometry (MALDI-TOF MS) [1] . As a part of the culturomics approach, we isolated in 2016 from stool samples from healthy patients from Senegal nine bacteria that could not be identified by our MALDI-TOF MS screening on a Microflex spectrometer (Bruker Daltonics, Bremen, Germany) [2] . The study was approved by the ethics committee of the Institut HospitaloUniversitaire Méditerranée Infection under number 2016-011, and all patients provided written informed consent.
The salinity of the stool specimens was measured by a salinity refractometer (Thermo Scientific, Villebon-sur-Yvette, France). One gram of each stool specimen was diluted in 10 mL of distilled water and centrifuged for 10 minutes at 5000g. Then 100 μL of supernatant was deposited in the refractometer, and the result were directly displayed on the screen (in ‰) and then reported (in % NaCl).
Stool samples were inoculated in an aerobic blood culture bottles (Becton Dickinson, Le Pont-de-Claix, France) including an halophilic medium prepared in modifying a Columbia broth medium (Sigma-Aldrich, Saint-Quentin- The initial agar-grown colonies were obtained after 24 to 48 hours of incubation at 37°C. The 16S rRNA gene was sequenced using fD1-rP2 primers as previously described, using a 3130-XL sequencer (Applied Biosciences, Saint-Aubin, France). Because all strains exhibited a 16S rRNA sequence homology of <98.7% with its phylogenetically closest species, we propose the creation of nine new species according to the nomenclature [3] .
Strain Marseille-P3515 T was isolated in a stool sample (4% NaCl) from a 17-year-old adolescent boy living in N'diop. The strain was first isolated in a halophilic medium with 15% (w/v) NaCl. Growth occurred in culture media with NaCl concentration ranging from 0 to 15% (w/v) NaCl (optimum, 7.5% (w/v) NaCl NaCl) from a 10-year-old girl from N'diop in the same halophilic medium as for strain Marseille-P3515
T , but this strain could grow in media ranging from 0 to 10% (w/v) NaCl (optimum, 5% (w/v) NaCl). Colonies are beige, circular and shiny with a mean diameter of 1. cells exhibit a diameter of 1.9 × 0.5 μm and have a slightly curved form with a flagellum under electron microscopy. Strain P2481 T exhibited a 16S rRNA gene sequence identity of 97%
with Gracilibacillus alcaliphilus strain SG103 T (GenBank accession NR_126185) (Fig. 2) The first isolation was realized in a halophilic medium with 10% (w/v) NaCl, but the strain was able to grow with 5 to 20% (w/v) NaCl, with optimum growth at 7.5% (w/v) NaCl. The agar colonies are grey, circular, smooth and convex, with a mean diameter of 2 mm. Individual cells exhibit a diameter of 0.3-0.6 × 2.0-4.0 μm. Strain Marseille-P3554 T exhibited a 16S rRNA sequence divergence of >1.3% with Halobacillus yeomjeoni strain MSS-402 (GenBank accession no. NR_043251) (Fig. 3 (Fig. 4) [7] . On the basis of this difference, we propose the creation of 'Lentibacillus massiliensis,' a member of the genus Lentibacillus, family Bacillaceae and phylum Firmicutes. accession no. NR_114348.1), the phylogenetically closest species (Fig. 5) The first isolation was obtained in a halophilic medium with 15% (w/v) NaCl. However, the strain was able to grow with 0.5 to 20% (w/v) NaCl, with optimum growth at 7.5% (w/v) NaCl. Grown colonies are beige, circular and shiny with a mean diameter of 2 mm. 
